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Education and Training

Waikato University New Zealand Chemistry & Biology BS 2006
North Carolina State University USA Forestry & Env. Res. PhD 2012
North Carolina State University USA Forestry & Env. Res. Postdoc 2012

Research and Professional Experience

2024-present  Associate Professor, Department of Forestry and Environmental Resources, NC State
University

2019-present  Co-Founder and CSO, TreeCo Inc. (NCSU Startup Company), Raleigh, NC
2018-present  Director, Forest Biotechnology Program, NC State University

2018-2024 Assistant Professor, Department of Forestry and Environmental Resources, NC State
University

2018-2023 Visiting Teaching Professor, Northeast Forestry University, Harbin, China

Scholarly and Professional Honors

o Entrepreneur of the Year Award, NCSU, 2024

e Invited Panel on Breakthrough Technologies: Opportunities in Military Medicine and Biosecurity,
Support to the Warfighter Symposium, NC Biotech Center, Raleigh, NC (2024)

o Excellence in Forest Genomics and Biotechnology Award, International Union of Forest Research
Organizations (IUFRO), 2022

o University Faculty Scholar Award, NCSU, 2022
e Goodnight Early Career Innovators Award, NCSU, 2021

o Co-Organizer and Speaker, documentary on “Forest Genetics: Climate Change, Ecosystem
Sustainability, and Human Health”, iBiology, 2020

e |nvited Panel on Genome Editing, Ag Tech Showcase, NC Biotechnology Center, 2019
o Invited Young Researcher, Marcus Wallenberg Prize (MWP) Ceremony, Stockholm, Sweden, 2017

e 3" Place Award, MWP Young Researcher Symposium, Stockholm, Sweden, 2017
e 1 Place Award, The 5" Graduate Research Symposium, NCSU, 2010
¢ Jordan Family Graduate Fellowship in Natural Resource Innovation, NCSU, 2008 — 2012

Ad hoc Peer Review

Provides reviews to journals including Nature Plant, Proceedings of the National Academy of Sciences
USA, Plant Physiology, Molecular Plant, Frontiers in Plant Science, Planta, Journal of Plant Research,
Journal of Biological Chemistry, PLoS One, Biofuels, Bioproducts & Biorefining, PeerJ, The CRISPR
Journal



Professional Activities

o Scientific Committee Member, International Symposium of Wood Fiber and Pulping Chemistry 2025

(ISWFPC 2025)
e Trainer, Molecular Biotechnology Training Program (MBTP), NCSU, 2021—present

e Reviewing Editor, Frontiers in Plant Science, 2020 — present
e Scientific Advisor, Christmas Tree Genetics Program, NCSU, 2020 — present

e Co-Organizer, International Union of Forest Research Organizations (IUFRO) Tree Biotechnology

Conference, 2019 in Raleigh, NC; 2022 in Harbin, China; 2024 in Maryland.
e Scientific Advisory Board Member, Forest Restoration Alliance, USA, 2018 — present

e Co-Organizer, International Symposium on Forest Tree Molecular Biology and Biotechnology

(FTMB), Harbin, China, 2018

Invited Talks: 46 since 2009

Mentoring: 6 Graduate students, 6 undergraduates, 4 postdocs, and 4 research associates.

Teaching: Developed and taught a new undergraduate level (ES 495) course titled “Biotechnology,

Conservation, and Society”

Research Highlights

Cover Story

doi:10.1126/science.add4514.

Evolution, The CRISPR Journal, and many news coverages.

Multiplex CRISPR-Editing of Wood for Sustainable Fiber Production (2023). Science

Also featured on the Science homepage, by Nature Materials, Nature Ecology and

Cover Story

Populus trichocarpa (2019). The Plant Cell doi:10.1105/tpc.18.00620.
Also featured on ScienceDaily and US Department of Energy homepage.

Hierarchical transcription factor and chromatin binding network for wood formation in

Top Story in Science 360 (NSF’s Research Digest)

biosynthesis (2018). Nature Communications 9:1579.

Market Business News, and PlanetSave.

Improving wood properties for wood utilization through multi-omics integration in lignin

Also featured in Nanowerk, Phys.org, Green Car Congress, Science Daily, Newswise,
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